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A Study on the Joint Effect of Meteorological Factors and
Root Microorganisms on Konjac Set Crops

LI Yonghong', WU Yang', LU Qiuyun', JIANG Xuefeng', ZHOU Yali’
(1. College of Electronic Engineering, Chengdu University of Information Technology , Chengdu 610225, China;2. Meigu County Bureau
of Education, Sports,Science and Technology , Liangshan Yi Autonomous Prefecture , LiangShan 616457 , China)

Abstract; To clarify the distribution characteristics of bacterial species and microbial diversity during the growth process
of konjac and other crops, and to better study the process of crop growth in which these beneficial bacteria and meteoro-
logical factors can play a role together to effectively promote the growth of crops or inhibit the occurrence of plant disea-
ses. Soil from konjac, pepper, and corn set crops in the main planting bases of Meigu County, Sichuan Province was
collected as samples, and soil samples from 10 representative planting sites were selected as investigation and research
objects for isolation and identification. The synergistic effects of different meteorological factors and root microorganisms
were investigated, and it was proved by fitting curves that the abundance distribution of root microorganisms in the
growth and development process of konjac intercropping had an obvious time rhythm and showed regular changes. Utili-
zing a series of properties of microorganisms, such as anti-drought, phosphorus solubilization, and enhancement of plant
resistance to pathogenic bacteria, we provide a theoretical basis for the discovery that suitable wind speed, soil tempera-
ture and soil moisture can regulate the microbial community in the root system.

Keywords : beneficial bacteria ; meteorological factors ;root microorganisms ; pace of time



